Key indicators: single-crystal X-ray study; T = 298 K; mean (C-C) = 0.012 Å; R factor = 0.076; wR factor = 0.181; data-to-parameter ratio = 18.3.
In the title mononuclear copper(II) complex, [Cu(C 10 H 12 Br-N 2 O)(NCS)], the Cu II ion is coordinated by two N atoms and one O atom from a Schiff base ligand, and by one N atom from a thiocyanate anion, giving a square-planar geometry. In the crystal structure, symmetry-related molecules are linked by an N-HÁ Á ÁS hydrogen bond.
Related literature
For related literature, see: Diao & Li (2007) ; ; Ma et al. (2005) ; ; ; Ma, Wu et al. (2006) ; Wei et al. (2007) .
Experimental
Crystal data [Cu(C 10 Table 1 Hydrogen-bond geometry (Å , ).
Data collection: SMART (Bruker, 1998) ; cell refinement: SAINT (Bruker, 1998) ; data reduction: SAINT; program(s) used to solve structure: SHELXS97 (Sheldrick, 2008) ; program(s) used to refine structure: SHELXL97 (Sheldrick, 2008) ; molecular graphics: SHELXTL (Sheldrick, 2008) ; software used to prepare material for publication: SHELXTL. supporting information Acta Cryst. (2008) . E64, m878 [doi:10.1107/S1600536808016589]
{4-Bromo-2-[2-(methylamino)ethyliminomethyl]phenolato}thiocyanatocopper(II)

Jun-Ying Ma
S1. Comment
Recently, we have reported on teh crystal structure alanyses of some metal complexes derived from Schiff base ligands Ma, Wu et al., 2006; Ma et al., 2005) . As part of a further investigation of the structures of such complexes, the title mononuclear copper(II) complex, (I), is reported on here.
In complex (I), the Cu atom is coordinated by two nitrogen atoms and one oxygen atom from a Schiff base ligand, and by one nitrogen atom from a thiocyanate anion, giving a square planar geometry ( Fig. 1 ). All the bond lengths and angles related to the Cu atom in the complex are within normal ranges, and comparable to the values observed in other similar copper(II) complexes (Wei et al., 2007; Diao & Li, 2007) . The four coordinating atoms around the Cu centre are approximately coplanar, giving a square-planar geometry with an average deviation of 0.090 (5) Å; the Cu atom lies 0.095 (2) Å above this plane. The C8-C9-N2-C10 torsion angle is 1.5 (3)°.
In the crystal structure of compound (I) symmetry related molecules are linked by an N-H···S hydrogen bond (Table   1 ).
S2. Experimental
N-Methylethane-1,2-diamine (0.5 mmol, 37.0 mg) and 5-bromosalicylaldehyde (0.5 mmol, 100.5 mg) were dissolved in methanol (30 ml). The mixture was stirred for 1 h to obtain a clear yellow solution. To this solution was added with stirring a methanol solution (20 ml) of copper(II) acetate (0.5 mmol, 99.6 mg) and a methanol solution (10 ml) of ammonium thiocyanate (0.5 mmol, 38.0 mg). After keeping the resulting solution in air for a few days, blue block-shaped crystals were formed.
S3. Refinement
All the H atoms were placed in geometrically idealized positions and constrained to ride on their parent atoms with C-H = 0.93 -0.97 Å, with U iso (H) = 1.2 or 1.5U eq (C). An unassigned maximum residual density (1.68 Å 3 ) was observed 1.03 Å from Br1, which is due to the tail-effects of the heavy atom Br1. The structure contains solvent accessible voids of 119 Å 3 , which may perhaps accommodate a partially occupied solvent molecule. Refinement. Refinement of F 2 against ALL reflections. The weighted R-factor wR and goodness of fit S are based on F 2 , conventional R-factors R are based on F, with F set to zero for negative F 2 . The threshold expression of F 2 > σ(F 2 ) is used only for calculating R-factors(gt) etc. and is not relevant to the choice of reflections for refinement. R-factors based on F 2 are statistically about twice as large as those based on F, and R-factors based on ALL data will be even larger. (6) 0.038 (5) −0.006 (4) −0.002 (4) −0.022 (5) C10 0.051 (6) 0.092 (8) 0.106 (9) 0.038 (6) −0.005 (6) −0.039 (7) C11 0.042 (5) 0.051 (5) 0.050 (5) −0.015 (4) −0.001 (4) −0.004 (4)
Fractional atomic coordinates and isotropic or equivalent isotropic displacement parameters (Å 2 )
Geometric parameters (Å, º)
Cu1-O1 1.890 (5) C2-H2 0.9300 Cu1-N1 1.934 (6) C3-C4 1.439 (11) Cu1-N3 1.952 (7) C3-H3 0.9300 Cu1-N2 2.024 (7) C4-C5 1.399 (10) N1-C7 1.262 (10) C5-C6 1.390 (11) N1-C8 1.479 (10) C5-C7 1.446 (12) N2-C10 1.432 (12) C6-H6 0.9300 N2-C9 1.476 (11) C7-H7 0.9300 N2-H2A 0.9100 C8-C9 1.481 (12) N3-C11 1.172 (11) C8-H8A 0.9700 O1-C4 1.282 (9) C8-H8B 0.9700 S1-C11 1.612 ( 
